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ALI GMIVENTS 



RESULT 1 
SCN1 A_RAT 

I D SCN1 A_RAT STANDARD; PPT; 2009 AA. 

AC P04774; 

DT 1 3- AUG- 1 987, i nt egr at ed i nt o Uni Pr ot KB/ Swi ss- Pr ot . 
DT 13- AUG- 1987, sequence version 1. 
DT 27-JUN-2006, ent r y ver si on 67. 

DE Sodi urn channel protein type 1 subuni t alpha ( Sodi urn channel protein 

DE type I subuni t alpha) ( Vol t age- gat ed sodi urn channel subuni t alpha 

DE Nav1.1) ( Sodi urn channel protein, brain I subuni t alpha). 

GN Narre=Scn1a; 

CS Rat t us norvegicus (Rat). 

OC Eukaryota; Mat azoa; Chordata; Craniata; Vertebrata; Eut el eost oni ; 

OC Manual i a; Eut her i a; Euar chont ogl i r es; Gires; Rodent i a; Sci ur ognat hi ; 

OC Mjroidea; Mjridae; Mjrinae; Rattus. 

OX NCBI_Taxl D=101 16; 

RN [1] 
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RP NUCLEOTI DE SEQUENCE [ MIMA] . 

RX IVEDLI NE=861 46901 ; PubMed=3754035; DO =1 0. 1 038/ 3201 88a0; 

RA Noda M, I keda T. , Kayano T. , Suzuki H. , Takeshi ma H. , Kurasaki M , 

RA Takahashi H. , Nurna S. ; 

RT "Existence of distinct sodi urn channel messenger RNAs i n r at brain."; 

RL Nat ure 320: 1 88- 1 92( 1 986) . 

RN [2] 

RP NUCLEOTI DE SEQUENCE [ IVRNA] . 

RX IVEDLI NE=87311395; PubMed=2442385; 

RA Noda M , Numa S. ; 

RT "Structure and function of sodi urn channel ." ; 

RL J. Recept. Res. 7:467-497(1987). 

RN [3] 

RP NUCLEOTI DE SEQUENCE [ IVRNA] OF 177-253. 

RC STRAI N=Spr ague- Dawi ey; Tl SSUE=Br ai n; 

RX IVEDLI NE=92051314; PubMed=1 658739; 

RA SaraoR. , Qjpt a S. K. , AuldV. J., Dunn R. J.; 

RT " Devel oprrent al I y regulated alternative RNA spl i ci ng of rat brain 

RT sodi urn channel rrRNAs. " ; 

RL Nucl ei c Aci ds Res. 19:5673-5679( 1991). 

CC -!- FUNCTION: Mediates the vol t age- dependent sodi urn i on per rreabi I i t y 
CC of excitable membranes. Assurri ng opened or closed conformations in 

CC response to the voltage difference across the membrane, the 

CC pr ot ei n f or ms a sodi urn- sel ect i ve channel through which Na( +) ions 

CC may pass in accordance with their electrochemical gradient. 

CC -!- SUBUNI T: The sodi urn channel consists of a large polypeptide and 2- 
CC 3 smaller ones. This sequence represents a large polypeptide. 

CC -!- SUBCELLULAR LOCATI ON: Membrane; mil ti -pass membr ane pr ot ei n. 

CC -!- DQVAI N: The sequence contains 4 internal repeats, each wi t h 5 
CC hydrophobic segments ( S1 , S2, S3, S5, S6) and one positively charged 

CC segment (S4). Segments S4 are probably the vol t age- sensor s and are 

CC characterized by a series of positively charged ami no acids at 

CC every t hi rd posi t i on. 

CC -!- SI M LARI TY: Bel ongs t o t he sodi urn channel family. 

CC - ! - SI M LARI TY: Cont ai ns 1 I Q donrai n. 



CC Copyrighted by the UniProt Consortium see http://www.uniprot.org/terms 

CC Distributed under the Creative Conrmons At t r i but i on- NoDer i vs License 

DR EIVBL; X03638; CAA27286. 1 ; -; nflNA. 

DR EIVBL; ME2253; AAA79965. 1 ; -; nflNA. 

DR PI R; A25019; A25019. 

DR Uni Gene; Rn. 32079; -. 

DR HSSP; P04775; 1 BYY. 

DR ROD; 69364; Scnla. 

DR GQ GO 0005248; F: vol t age- gat ed sodi urn channel activity; TAS. 

DR GO GO 0019228; P: gener at i on of act i on pot ent i al ; TAS. 



DR Inter Pro; IPR001682; Ca/Na_pore. 

DR Inter Pro; IPR0021 11; Cat .channel _Tr pL. 

DR Inter Pro; IPR011992; EF- Hand_t ype. 

DR Inter Pro; I PR005821 ; lon_trans. 

DR Inter Pro; I PR000048; I Q_CaM_bd_r egi on. 

DR Inter Pro; I PR005820; M-channel _nl g. 

DR Inter Pro; IPR001696; Na_channel . 

DR Inter Pro; I PR008051 ; Na_channel1. 

DR Inter Pro; IPR010526; Na_t r ans_assoc. 



DR Pfam PF00520; lon_trans; 4. 

DR Pfam PF00612; I Q; 1. 

DR Pfam PF06512; Na_t r ans_assoc; 1. 

DR PRINTS; PR00170; NACHANNEL. 

DR PRI ^S; PR01664; NACHANNEL 1 . 

DR PRCSI TE; PS50096; I Q FALSE_NEG 

KW Gycoprotein; Ion transport; Ionic channel; Membrane; Repeat; Sodi urn; 
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KW 
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Sodi urn t ransport 


; Transmembrane; Transport; 




KW 


Vol t age- ga 


t ed channel . 












FT 


CHAI N 


1 


2009 


Soc 


i um channe 


pr ot ei n t ype 1 


subun 


FT 








al pha. 








FT 








/ FT I d=PRO 0000048490. 






FT 


TRANSOM 


124 


147 


S1 


of repeat 








FT 


TRANSOM 


156 


175 


S2 


of repeat 








FT 


TRANSOM 


189 


207 


S3 


of repeat 








FT 


TRANSOM 


214 


233 


S4 


of repeat 








FT 


TRANSOM 


250 


273 


S5 


of repeat 








FT 


TRANSOM 


400 


425 


S6 


of repeat 








FT 


TRANSOM 


763 


787 


S1 


of repeat 


I 






FT 


TRANSOM 


799 


822 


S2 


of repeat 


I 






FT 


TRANSOM 


831 


850 


S3 


of repeat 


j 






FT 


TRANSOM 


857 


876 


S4 


of repeat 


j 






FT 


TRANSOM 


893 


913 


S5 


of repeat 








FT 


TRANSOM 


967 


992 


S6 


of repeat 








FT 


TRANSOM 


1214 


1237 


S1 


of repeat 


i j 






FT 


TRANSOM 


1251 


1276 


S2 


of repeat 


j | 






FT 


TRANSOM 


1283 


1304 


S3 


of repeat 


j ! 






FT 


TRANSOM 


1309 


1330 


S4 


of repeat 








FT 


TRANSIVEM 


1350 


1377 


S5 


of repeat 








FT 


TRANSOM 


1457 


1483 


S6 


of repeat 








FT 


TRANSOM 


1537 


1560 


S1 


of repeat 


V. ' 






FT 


TRANSOM 


1572 


1595 


S2 


of repeat 


V. 






FT 


TRANSOM 


1602 


1625 


S3 


of repeat 


V. 






FT 


TRANSOM 


1636 


1657 


S4 


of repeat 


V. 






FT 


TRANSOM 


1673 


1695 


S5 


of repeat 


V. 






FT 


TRANSOM 


1762 


1786 


S6 


of repeat 


V. 






FT 


REPEAT 


110 


454 


I . 










FT 


REPEAT 


750 


1022 


I I . 










FT 


REPEAT 


1200 


1514 


I I I 










FT 


REPEAT 


1523 


1821 


I V. 










FT 


CARBOHYD 


21 1 


21 1 


N- I 


i nked ( G cNAc. . . 


) ( Pot ent 


al ). 


FT 


CARBOHYD 


284 


284 


N- I 


i nked ( G cNAc. . . 


) ( Pot ent 


al ). 


FT 


CARBOHYD 


295 


295 


N- I 


i nked ( G cNAc. . . 


) ( Pot ent 


al ) . 


FT 


CARBOHYD 


301 


301 


N- I 


i nked ( G cNAc. . . 


) ( Pot ent 


al ). 


FT 


CARBOHYD 


306 


306 


N- I 


i nked ( G cNAc. . . 


) ( Pot ent 


al ). 


FT 


CARBOHYD 


338 


338 


N- I 


i nked ( G cNAc. . . 


) ( Pot ent 


al ). 


FT 


CARBOHYD 


601 


601 


N- I 


i nked ( G cNAc. . . 


) ( Pot ent 


al ). 


FT 


CARBOHYD 


621 


621 


N- I 


i nked ( G cNAc. . . 


) ( Pot ent 


al ). 
al ). 


FT 


CARBOHYD 


681 


681 


N- I 


i nked ( G cNAc. . . 


) ( Pot ent 


FT 


CARBOHYD 


892 


892 


N- I 


i nked ( G cNAc. . . 


) ( Pot ent 


al ). 




CARBOHYD 


1060 


1060 


N-l 


i nked ( G cNAc. . . 


) ( Pot ent 


al ) . 


FT 


CARBOHYD 


1064 


1064 


N-l 


i nked ( G cNAc. . . 


) ( Pot ent 


al). 


FT 


CARBOHYD 


1080 


1080 


N- I 


i nked ( G cNAc. . . 


) (Potent 


al ). 


FT 


CARBOHYD 


1146 


1146 


N- I 


i nked ( G cNAc. . . 


) (Potent 


al ). 


FT 


CARBOHYD 


1378 


1378 


N-l 


i nked ( G cNAc. . . 


) (Potent 


al ). 


FT 


CARBOHYD 


1392 


1392 


N- I 


i nked ( G cNAc. . . 


) (Potent 


al ). 


FT 


CARBOHYD 


1403 


1403 


N- I 


i nked ( G cNAc. . . 




al ). 


SQ 


SEQUENCE 


2009 


AA; 228770 


iwy 


6808466F6368373B 






Query IVat ch 




98. 6% 


Score 10258; 


DB 1; 


Length 2009; 



Best Local Si r 
Matches 1972; 



larity 98.2' 
Conser vat i ve 



Pred. No. 0; 
4; M srrat ches 



13; I ndel s 



Gaps 



Gy 1 IVEQTVLVPPGPDSFNFFTRESLAAI ERRI AEEKAKNPKPDKKDDDENGPKPNSDLEAGKN 60 
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yy w mmm mmm yyyy mmt\ um ™ 
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I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Rl HCLDI L FAFTKRVLGESGEMDALRI QVEERFIVASNPSKVSYQPI TTTL KRKQEEVSAV 1920 

I I CRAYRRHL L KRTVKCASFTYNKNKI KGGANLLI KEDM I DRI NENSI TEKTDLTM3TA 1980 

! i ymwMmmmL^ ', \u m mm ^ 
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